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At the last page of the specification, please enter the attached paper copy of the 
Sequence Listing (18 pages) (replacing the previously submitted Sequence Listing) and 
number the pages as appropriate. 

REMARKS 

In response to the Notice to Comply With Requirements for Applications 
Containing Sequence Disclosures mailed January 21, 2003, Applicants respectfully 
request the Examiner to enter the changes in the specification requested above. A 
copy of the Notice is enclosed. 

Provided herewith is a Paper Copy of a Sequence listing for the nucleotide and/ or 
amino acid sequence(s) in this application. Each Sequence has been assigned a 
separate identifier as required in 37 C.F.R. § 1.821(c) and 37 C.F.R. §§ 1.822 and 1.823. 
An amendment directing entry of the Paper Copy of the Sequence Listing into the 
specification is provided above. Applicants have amended the Application to include 
the sequence identification number in the specification where reference is made to the 
sequence. No new matter has been added by virtue of the amendment made to the 
specification. 

Applicants further provide a New Computer Readable Form (CFR) corresponding 
to the Paper Copy of the Sequence Listing provided herewith. The New CRF replaces 
the CRF filed previously which was indicated in the Notice to Comply as being 
unreadable. Pursuant to 37 C.F.R. § 1.821(g), the undersigned attorney hereby states 
that the New CRF corresponds exactly to the Paper Copy of the Sequence Listing 
provided herewith. The undersigned attorney further hereby states that the contents 
of the Paper Copy of the Sequence Listing and CRF do not go beyond the disclosure in 
the Application as filed and do not introduce new matter. 



In re T. Ito, et al. 
U.S.S.N. 09/857,815 
Page 10 of 18 

Applicants believe that the present application is now in condition for 
allowance. Favorable reconsideration of the application as amended is respectfully 
requested. 

The Examiner is invited to contact the undersigned by telephone if it is felt that 
a telephone interview would advance the prosecution of the present application. 

Applicants believe that additional fees are not required for consideration of this 
Preliminary Amendment. However, if for any reason a fee is required, a fee paid is 
inadequate or credit is owed for any excess fee paid, you are hereby authorized and 
requested to charge Deposit Account No. 04-1105. 




Respectfully submitted, 



Date: February 21, 2003 



BOS2J26889.1 



Customer No: 21,874 



Intellectual Property Practice Group 
Edwards & Angell, LLP 
P.O. Box 9169 
Boston, MA 02209 
(617) 439-5509 
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MARKED UP VERSION SHOWING CHANGES 
IN THE SPECIFICATION: 

Please amend the specification as follows: 

Please replace the paragraph on page 14, lines 23-25, with the following 
paragraph: 

Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly Asp Pro Glu Glu 
Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys Gly His Phe Ser Arg Cys Pro Lys 
(SEP ID NO: 57) 

Please replace the paragraph on page 15, lines 4-6, with the following 
paragraph: 

Gin Tyr Lys His Tyr Cys He Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser 
Cys Val Cys Asp Glu Gly Tyr He Gly Ala Arg Cys Glu Arg Val (SEP ID NO: 58) 

Please replace the paragraph on page 15, lines 19-21, with the following 
paragraph: 

Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly Asp Pro Glu Glu 
Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys Gly His Phe Ser Arg (SEP ID NO: 59) 

Please replace the paragraph on page 16, lines 1-3, with the following 
paragraph: 

Cys Pro Lys Gin Tyr Lys His Tyr Cys lie Lys Gly Arg Cys Arg Phe Val Val Ala Glu 
Gin Thr Pro Ser Cys Val Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val fSEP ID 
NP: 60) 

Please replace the paragraph on page 16, lines 17-22, with the following 
paragraph: 

Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly Asp Pro Glu Glu Asn 
Cys Ala Ala Thr Thr Thr Gin Ser Lys Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr 
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Lys His Tyr Cys He Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys Val 
Cys Asp Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val (SEQ ID NO: 61) 

Please replace the paragraph on page 17, lines 8-10, with the following 
paragraph: 

Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly Asp Pro Glu Glu 
Asn Cys Ala (SEQ ID NO: 62) 

Please replace the paragraph on page 17, lines 14-17, with the following 
paragraph: 

Ala Thr Thr Thr Gin Ser Lys Arg Lys Gly His Phe Ser Arg Cys Pro Lys Gin Tyr Lys His 
Tyr Cys He Lys Gly Arg Cys Arg Phe Val Val Ala Glu Gin Thr Pro Ser Cys Val Cys Asp 
Glu Gly Tyr lie Gly Ala Arg Cys Glu Arg Val (SEQ ID NO: 63) 

Please replace the paragraph on page 24, lines 23-26, with the following 
paragraph: 

Asp Gly Asn Ser Thr Arg Ser Pro Glu Thr Asn Gly Leu Leu Cys Gly Asp Pro Glu Glu 
Asn Cys Ala Ala Thr Thr Thr Gin Ser Lys (SEQ ID NO: 64) 

On page 61, after line 19 and before the paragraph beginning at line 20, 
please insert the following paragraphs: 

SEQ ID NO: 57 

the 1 st to 40 th amino acid sequence from N-terminal of betacellulin 
SEQ ID NO: 58 

the 41 st to 76 th amino acid sequence from N-terminal of betacellulin 



SEP ID NO: 59 

the 1 st to 37 th amino acid sequence from N-terminal of betacellulin 
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SEP ID NO: 60 

the 38 th to 76 th amino acid sequence from N-terminal of betacellulin 
SEQ ID NO: 61 

the 2 nd to 76 th amino acid sequence from N-terminal of betacellulin 
SEQ ID NO: 62 

the 1 st to 23 rd amino acid sequence from N-terminal of betacellulin 
SEP ID NO: 63 

the 24 th to 76 th amino acid sequence from N-terminal of betacellulin 
SEP ID NO: 64 

the 1 st to 30 th amino acid sequence from N-terminal of betacellulin 

Please replace the paragraph on page 64, lines 1-17, with the following 
paragraph: 

The 77 residue (lacking three C terminal residues) betacellulin structural gene 
was amplified by PCR from the pB04 1 betacellulin expression plasmid (Seno et al, 
Growth Factors, 13:181 (1996)) using a primer 1 

(5 -CATATGGATGGGAATTCCACCAGAAGTCCTG ; SEQ ID NO: 29) having an Ndel 
cleavage site and start codon adjacent upstream of the structural gene and a primer 2 
(5 '-GGATCCCTAGTCAACTCTCTCACACCTTGCTCC ; SEQ ID NO: 30) having a stop 
codon and BamHI cleavage site after the aspartic acid at 77. The gene thus amplified 
by PCR was ligated to the pCR2. 1 vector using a TA original cloning kit (by Invitrogen) 
to prepare pCR2.1/BTC77. This was introduced to E. coli JM109, and transformants 
were selected using ampicillin resistance and p-galactosidase activity as indicators. 
Transformants having pCR2. 1 /BTC77 were cultured, and pCR2. 1 /BTC77 was 
prepared using a QIAprep8 Miniprep kit (by Qiagen). 
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Please replace th paragraph n pag 68, lin s 16 t pag 69, line 4, with 
the following paragraph: 

The 76 residue (lacking four C terminal residues) betacellulin structural gene 
was amplified by PCR from the pTCII/BTC77 constructed in Example 1 using primer 1 
(5 -CATATGGATGGGAATTCCACCAGAAGTCCTG ; SEQ ID NO: 29) having an Ndel 
cleavage site and start codon adjacent upstream of the structural gene and a primer 2 
(5 -GGATCCCTAAACTCTCTCACACCTTGCTCCAATG ; SEQ ID NO: 30) having a stop 
codon and BamHI cleavage site after the valine at 76. The gene thus amplified by PCR 
was ligated to the pCR2. 1 vector using a TA original cloning kit (by Invitrogen) to 
prepare pCR2.1/BTC76. This was introduced to E. coli JM109, and transformants 
were selected using ampicillin resistance and p-galactosidase activity as indicators. 
Transformants having pCR2. 1 /BTC76 were cultured, and pCR2. 1 /BTC76 was 
prepared using a QIAprep8 Miniprep kit (by Qiagen). 

Please replace the paragraph on page 81, beginning at line 14 to page 82, 
line 12, with the following paragraph: 

Genomic DNA was prepared in the conventional manner from rat tail. The 0.75 
kb insulin promoter region was amplified by PCR with a primer RI- 1 
(5-AGAGTCAAGGATCCCCCAACCACT-3' ; SEQ ID NO: 31) and a primer RI-3 
f5'-AGCTGGTCACTTAGGGCTGGGG-3' ; SEQ ID NO: 32) based on the base sequence 
of the well known rat insulin II gene promoter (GenBank: Accession No. J00748) 
using the genomic DNA as template. PCR was also carried out using primers Rl-lCla 
f5'-GAATCGATAGAGTCAAGGATCCCCCA-3' ; SEQ ID NO: 33) and RI-3Xho 
(5'-GACTCGAGCTGGTCACTTAGGG-3 t ; SEQ ID NO: 34) using the PCR product as 
template. The amplified 0.75 kb DNA fragments were isolated, and the pTB1881 
plasmid obtained upon insertion into the pT7 Blue vector (Novagen 69820-1) was 
used to sequence the base sequence of the cloned fragments, confirming that they 
were the rat insulin promoter. The pTB1881 plasmid was digested with Xhol-Clal, 
giving 0.73 kb DNA fragments (rat insulin promoter). The pTB1330 plasmid for the 
expression of 2.0 kb cDNA (J. Berger et al., Gene, 66, 1 (1988)) encoding human 
placenta alkaline phosphatase (PLAP) was digested with Xhol-Hindlll. The resulting 
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2.7 kb DNA fragments (PLAP cDNA, containing an SV40-derived splicing site and 
polyA addition site, pBR322-derived ori, and ampicillin resistance gene) were isolated, 
and the aforementioned rat insulin promoter region 0.73 kb Xhol-Call fragment was 
ligated by T4 DNA ligase reaction, giving the plasmid pTB1898. 

Please replace the paragraph on page 85, line 6-23, with the following 
paragraph: 

The 2-76 residue (lacking one N terminal residue and three C terminal 
residues) betacellulin structural gene was amplified by PCR from the 76-residue 
(lacking three C terminal residues) betacellulin expression plasmid pTCIIBTC76 
(Example 4) using a primer 3 (5 -CAGCATATGGGGAATTCCACCAGAAGTCC T; SEP ID 
NO: 39) having an Ndel cleavage site and start codon adjacent upstream of the glycine 
at 2 and a primer 4 (5 -GGATCCCTAAACTCTCTCACACCTTGCTCCAATG ; SEQ ID NO: 
40) having a stop codon and BamHI cleavage site after the valine of the C terminal. 
The gene thus amplified by PCR was ligated to the pCR2. 1 vector using a TA original 
cloning kit (by Invitrogen) to prepare pCR2.1BTC2-76. This was introduced to E. coli 
JM109, and transformants were selected using ampicillin resistance as an indicator. 
Transformants having pCR2. 1BTC2-76 were cultured, and pCR2. 1BTC2-76 was 
prepared using a QIAprep8 Miniprep kit (by Qiagen). 

Please replace the paragraph beginning on page 89, line 11 to page 90, line 
2, with the following paragraph: 

The 24-76 residue (lacking 23 N terminal residues and three C terminal 
residues) betacellulin structural gene was amplified by PCR from the 76-residue 
(lacking three C terminal residues) betacellulin expression plasmid pTCIIBTC76 
prepared in Example 4 using a primer 5 

(5 -CAGCATATGGCTACCACCACACAATCAAAG ; SEQ ID NO: 41) having an Ndel 
cleavage site and start codon adjacent upstream of the alanine at 24 and a primer 4 
(5 -GGATCCCTAAACTCTCTCACACCTTGCTCCAATG ; SEP ID NO: 40) having a stop 
codon and BamHI cleavage site after the valine of the C terminal. The gene thus 
amplified by PCR was ligated to the pCR2. 1 vector using a TA original cloning kit (by 
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Invitrogen) to prepare pCR2. 1BTC24-76. This was introduced to E. coli JM109, and 
transformants were selected using ampicillin resistance as an indicator. 
Transformants having pCR2.1BTC24-76 were cultured, and pCR2.1BTC24-76 was 
prepared using a QIAprep8 Miniprep kit (by Qiagen). 

On page 101, please replace the paragraphs beginning line 7 after the 
Table and ending at page 102, line 5 with the following paragraphs: 

PCR was carried out with pTB1976 as template using (1) a 5' side primer PET-1 
(5'-GAAATAATTTTGTTTAACTTTAAGAAGGAG-3' ; SEQ ID NO: 52) and a 3* side primer 
BTC-1 (5 , -AGGAGGGCGTCGAGGGGTTCTGCTCGGCCA-3 t ; SEQ ID NO: 53) and (2) 5' 
side primer BTC-2 (5'-TGGCCGAGCAGAACCCCTCGACGCCCTCCT-3' ; SEQ ID NO: 54) 
and a 3' side primer BTC-3 (5 , -TCTATGCGCACCCGTTCTCGGAGCACTGTC-3 t ; SEQ ID 
NO: 55) . 

A mixture of the PCR products of (1) and (2) was used as template for PCR 
using a 5' side primer BT-95h (SEQ ID NO: 50) and a 3' side primer BT-94h (SEQ ID 
NO: 51) , giving DNA fragments encoding mutein A with 3 amino acids (Asn, Pro, Ser) 
of the Her sequence inserted between the Cys3-Cys4 of hBTCSO. The DNA fragment 
was digested with Ndel and BamHI, and then inserted into the Ndel-BamHI position of 
pET-3c to prepare pTB1985. 

Please replace the paragraph on page 102, line 14-21, with the following 
paragraph: 

pTB1976 was used as template in PCR using a 5* side primer BTC-7 
(5'-TATACATATGAACAGCGACTCTGAGTGCCCCAAGC-3' ; SEQ ID NO: 56) and the 3' 
side primer BT-94h (SEQ ID NO: 51) , giving DNA fragments encoding mutein B in 
which seven N terminal residues of hBTCSO were substituted with five corresponding 
EGF residues. The DNA fragment was digested with Ndel and BamHI, and then 
incorporated into the Ndel-BamHI position of pET-3c to prepare pTB1987. 

PI ase replac the paragraph n page 109, line 4 fr m the b tt m t page 
110, lin 22, with the f 11 wing paragraph: 
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Genomic DNA was prepared in the conventional manner from rat tail. The 0.75 
kb insulin promoter region was amplified by PCR with a primer RI- 1 
(5 , -AGAGTCAAGGATCCCCCAACCACT-3 t ; SEQ ID NO: 31) and a primer RI-3 
(5'-AGCTGGTCACTTAGGGCTGGGG-3' ; SEQ ID NO: 32) based on the base sequence 
of the well known rat insulin II gene promoter (GenBank: Accession No. J00748) 
using the genomic DNA as template. PCR was also carried out using primers Rl-lCla 
(5'-GAATCGATAGAGTCAAGGATCCCCCA-3' ; SEQ ID NO: 33) and RI-3Xho 
(S'-GACTCGAGCTGGTCACTTAGGG-S' ; SEQ ID NO: 34) using the PCR product as 
template. The amplified 0.75 kb DNA fragments were isolated, and the pTB1881 
plasmid obtained upon insertion into the pT7 Blue vector (Novagen 69820-1) was 
used to sequence the base sequence of the cloned fragments, confirming that they 
were the rat insulin II promoter. The pTB1881 plasmid was digested with Xhol-Clal, 
giving 0.73 kb DNA fragments (rat insulin promoter). The pTB1330 plasmid for the 
expression of 2.0 kb cDNA (J. Berger et al., Gene, 66, 1 (1988)) encoding human 
placenta alkaline phosphatase (PLAP) was digested with Xhol-Hindlll. The resulting 
2.7 kb DNA fragments (PLAP cDNA, containing an SV40-derived splicing site and 
polyA addition site, pBR322-derived ori, and ampicillin resistance gene) were isolated, 
and the aforementioned rat insulin promoter region 0.73 kb Xhol-Clal fragment was 
ligated by T4 DNA ligase reaction, giving the plasmid pTB1898. 

Please replace the paragraph on page 113, line 6-21, with the following 
paragraph: 

The pTB1516 plasmid incorporating the cDNA of 80-residue hBTC (Japanese 
Unexamined Patent Application (Kokai) H6-87894; Accession No. FERM BP-3836, 
Accession No. IFO 15282) was used as template in PCR using the BT-95h primer 
(5'-AGCATATGCGGAAAGGCCACTTCTCTAGGT-3' ; SEQ ID NO: 50) and the BT-94h 
primer (5'-CTGGATCCTAGTAAAACAAGTCAACTCTCT-3' ; SEP ID NO: 51) . PCR 
products with a translation start codon and Ndel site in the 5' terminal of the C 
terminal 50-residue type hBTC, and a stop codon and a BamHI site inserted at the 3' 
terminal, were digested with Ndel and BamHI, and were inserted using the DNA 
Ligation Kit Ver. 2 (Takara) to the Ndel-BamHI site of the pET-3c expression plasmid 
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(Novagen) having the <D10 promoter of the T7 phage, so as to prepare the pTB1976 
plasmid for the expression of hBTCSO. The base sequence of the inserted cDNA was 
confirmed by an ABI DNA sequencer (ABI377 DNA Sequencer). 

At the last page of the specification, please enter the attached paper copy of the 
Sequence Listing (18 pages) (replacing the previously submitted Sequence Listing) and 
number the pages as appropriate. 



